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Research Interests

My research is directed towards the study of machine learning algorithms with a focus on those applicable
to the analysis of bioinformatics problems. In particular, I am interested in investigating the properties of
relationships among machine learning tasks. This entails identifying and defining different types of relation-
ships and in developing and evaluating a set of machine learning methods which exploit these relationships
to yield more accurate models. Currently we are exploring how the relationships among regulatory elements
in bacteria, such as promoters, terminators and operons, can be best used to train probabilistic models of
these elements.
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